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Hydroxylamine mutagenesis; N°-Methoxyadenosine; Base 
pairing; Conformation; Proton exchange (Kierdaszuk, B. (46) 
207) 


Terbium as a conformational probe 
Mitomycin C; DNA—drug interaction (Jolles, B. (46) 179) 


Three capacitor model 
Hydrophobic ions; Lipid vesicles; Diffusion; Debye—Hiickel 
theory (Clarke, R.J. (46) 131) 


Threonine constraint 
Molecular dynamics; Proline containing helices; Structural 
transitions (Shobana, S. (46) 77) 


Time-resolved fluorescence 

Complement peptide CS5a; CS5a mutants (biosynthetic ana- 
logues); Fluorescence energy transfer; Comparison with NMR 
structure (Federwisch, M. (46) 237) 


Tryptophan 
Phosphorescence; Phosphoglycerate kinase; Binding (Cioni, P. 
(46) 47) 


Undulation-enhanced electrostatic forces 
Polyelectrolyte gels; Hexagonal phase theory (Odijk, T. (46) 
69) 


Unilamellar vesicles 

Dibucaine; Phospholipids; Fluorescence quenching; Fluores- 
cence lifetime; Fluorescence anisotropy decay (Barghouthi, S. 
(46) 13) 


Urea 
Diketopiperazine; Cocrystal; Crystal structure (Thayer, M.M. 
(46) 165) 


Vesicles 
4',6-Diamidino-2-phenylindole (DAPI); Micelles; Fluores- 
cence; Phospholipid—dye binding (Favilla, R. (46) 217) 


Viscometry 
Flow birefringence; Irradiation; Radiation damage; Confor- 
mation of DNA; Optical anisotropy (Frisman, E. (46) 37) 
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